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Abstract

Plumeria (Plumeria spp.) is a popular flowering plant because of its colorful,
beautiful and fragrant flower. So, it is one of the most economically important
plants. There are many different varieties of plumeria. Unfortunately, in Thailand,
genetic diversity study and cluster analysis of plumeria using molecular marker has
not been done. Therefore, the purpose of this study was to evaluate the genetic
diversity of plumeria using random amplified polymorphic DNA (RAPD) marker. Fifty
plumeria samples were randomly collected from Dhonburi Rajabhat University,
Bangkok and surrounding area. Then, the DNA samples were analyzed with 20 RAPD
markers. The results showed that a total of 47 plumeria samples could produce DNA
fingerprints from all of 20 RAPD markers with 351 generated bands. The average of
percent of polymorphism was 99.58%, the average of polymorphism information
content (PIC) was 0.33, the average of resolving power (RP) was 8.52, the average of
effective multiplex ratio (EMR) was 17.45 and the average of marker index (MI) was 5.80.
Cluster analysis using the unweighted pair-egroup method using arithmetic average
(UPGMA) divided 47 samples into four groups (group A-D). Moreover, principle
component analysis (PCA) showed that group A could separate into three subgroups.
From cluster analysis, plumeria could not be divided by morphological appearance.
The information obtained from this study can be applied to genetic conservation,

taxonomic investigation and breeding program for plumeria in the future.
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